SEQUENCE LISTING 

<110> Stern, Robert 
Frost, Gregory 
Csoka, Anthony 
Wong, Tim 

120> Human Plasma Hyaluronidase 



<130> UCSF088CON2 

<140> 10/622,283 
<141> 2003-07-18 

<150> 09/795,914 
<151> 2001-02-27 

<150> 08/733,360 
<151> 1996-10-17 

<150> 08/916,935 
<151> 1997-08-21 

<160> 11 

<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 435 
<212> PRT 

<213> Homo sapiens 



<400> 1 



Met 


Ala 


Gly 


His 


Leu 


Leu 


Pro 


He 


Cys 


Ala 


Leu 


Phe 


Leu 


Thr 


Leu 


Leu 


1 








5 










10 










15 




Asp 


Met 


Ala 


Gin 


Gly 


Phe 


Arg 


Gly 


Pro 


Leu 


Leu 


Pro 


Asn 


Arg 


Pro 


Phe 








20 










25 










30 






Thr 


Thr 


Val 


Trp 


Asn 


Ala 


Asn 


Thr 


Gin 


Trp 


Cys 


Leu 


Glu 


Arg 


His 


Gly 






35 










40 










45 








Val 


Asp 


Val 


Asp 


Val 


Ser 


Val 


Phe 


Asp 


Val 


Val 


Ala 


Asn 


Pro 


Gly 


Gin 




50 










55 










60 










Thr 


Phe 


Arg 


Gly 


Pro 


Asp 


Met 


Thr 


He 


Phe 


Tyr 


Ser 


Ser 


Gin 


Leu 


Gly 


65 










70 










75 










80 


Thr 


Tyr 


Pro 


Tyr 


Tyr 


Thr 


Pro 


Thr 


Gly 


Glu 


Pro 


Val 


Phe 


Gly 


Gly 


Leu 










85 










90 










95 




Pro 


Gin 


Asn 


Ala 


Ser 


Leu 


He 


Ala 


His 


Leu 


Ala 


Arg 


Thr 


Phe 


Gin 


Asp 








100 










105 










110 






He 


Leu 


Ala 


Ala 


He 


Pro 


Ala 


Pro 


Asp 


Phe 


Ser 


Gly 


Leu 


Ala 


Val 


He 






115 










120 










125 








Asp 


Trp 


Glu 


Ala 


Trp 


Arg 


Pro 


Arg 


Trp 


Ala 


Phe 


Asn 


Trp 


Asp 


Thr 


Lys 




130 










135 










140 










Asp 


He 


Tyr 


Arg 


Gin 


Arg 


Ser 


Arg 


Ala 


Leu 


Val 


Gin 


Ala 


Gin 


His 


Pro 


145 










150 










155 










160 


Asp 


Trp 


Pro 


Ala 


Pro 


Gin 


Val 


Glu 


Ala 


Val 


Ala 


Gin 


Asp 


Gin 


Phe 


Gin 










165 










170 










175 




Gly 


Ala 


Ala 


Arg 


Ala 


Trp 


Met 


Ala 


Gly 


Thr 


Leu 


Gin 


Leu 


Gly 


Gly 


Ala 








180 










185 










190 






Leu 


Arg 


Pro 


Arg 


Gly 


Leu 


Trp 


Gly 


Phe 


Tyr 


Gly 


Phe 


Pro 


Asp 


Cys 


Tyr 



195 200 205 



Asn 


Tyr 


Asp 


Phe 


Leu 


Ser 


Pro 


Asn 


Tyr 


Thr 


Gly Gin 


Cys 


Pro 


Ser 


Gly 


• 


210 










215 










220 










He 


Arg 


Ala 


Gin 


Asn 


Asp 


Gin 


Leu 


Gly Trp 


Leu 


Trp 


Gly Gin 


Ser 


Arg 


225 










230 










235 










240 


Ala 


Leu 


Tyr 


Pro 


Ser 


He 


Tyr 


Met 


Pro 


Ala 


Val 


Leu 


Glu 


Gly Thr 


Gly 










245 










250 










255 




Lys 


Ser 


Gin 


Met 


Tyr 


Val 


Gin 


His 


Arg 


Val 


Ala 


Glu 


Ala 


Phe 


Arg 


Val 








260 










265 










270 






Ala 


Val 


Ala 


Ala 


Gly Asp 


Pro 


Asn 


Leu 


Pro 


Val 


Leu 


Pro 


Tyr 


Val 


Gin 






275 










280 










285 








He 


Phe 


Tyr 


Asp 


Thr 


Thr 


Asn 


His 


Phe 


Leu 


Pro 


Leu 


Asp 


Glu 


Leu 


Glu 




290 










295 










300 










His 


Ser 


Leu 


Gly 


Glu 


Ser 


Ala 


Ala 


Gin 


Gly Ala Ala 


Gly Val 


Val 


Leu 


305 










310 










315 










320 


Trp 


Val 


Ser 


Trp 


Glu 


Asn 


Thr Arg 


Thr 


Lys 


Glu 


Ser 


Cys 


Gin 


Ala 


He 










325 










330 










335 




Lys 


Glu 


Tyr 


Met 


Asp 


Thr 


Thr 


Leu Gly 


Pro 


Phe 


He 


Leu 


Asn 


Val 


Thr 








340 










345 










350 






Ser 


Gly 


Ala 


Leu 


Leu Cys 


Ser 


Gin 


Ala 


Leu 


Cys 


Ser 


Gly His 


Gly Arg 






355 










360 










365 








Cys 


Val 


Arg 


Arg 


Thr 


Ser 


His 


Pro 


Lys 


Ala 


Leu 


Leu 


Leu 


Leu 


Asn 


Pro 




370 










375 










380 










Ala 


Ser 


Phe 


Ser 


He 


Gin 


Leu 


Thr 


Pro 


Gly Gly Gly 


Pro 


Leu 


Ser 


Leu 


385 










390 










395 










400 


Arg 


Gly 


Ala 


Leu 


Ser 


Leu 


Glu Asp Gin Ala 


Gin 


Met 


Ala 


Val 


Glu 


Phe 










405 










410 










415 




Lys 


Cys 


Arg 


Cys 


Tyr 


Pro 


Gly Trp 


Gin 


Ala 


Pro 


Trp 


Cys 


Glu 


Arg 


Lys 








420 










425 










430 







Ser Met Trp 



435 



<210> 2 

<211> 21 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Ala Gly His Leu Leu Pro He Cys Ala Leu Phe Leu Thr Leu Leu 

15 10 15 

Asp Met Ala Gin Gly 
20 



<210> 3 
<211> 435 
<212> PRT 

<213> Homo sapiens 



<400> 3 
























Met 


Ala 


Gly His 


Leu 


Leu 


Pro 


He 


Cys 


Ala 


Leu 


Phe 


Leu 


Thr Leu Leu 


1 






5 










10 








15 


Asp 


Met 


Ala Gin 


Gly 


Phe 


Arg 


Gly 


Pro 


Leu 


Val 


Pro 


Asn Arg Pro Phe 






20 










25 










30 


Thr 


Thr 


Val Trp 


Asn 


Ala 


Asn 


Thr 


Gin 


Trp 


Cys 


Leu 


Glu 


Arg His Gly 






35 








40 










45 




Val 


Asp 


Val Asp 


Val 


Ser 


Val 


Phe 


Asp 


Val 


Val 


Ala 


Asn 


Pro Gly Gin 




50 








55 










60 






Thr 


Phe 


Arg Gly 


Pro 


Asp 


Met 


Thr 


He 


Phe 


Tyr 


Ser 


Ser 


Gin Leu Gly 


65 








70 










75 






80 


Thr 


Tyr 


Pro Tyr 


Tyr 


Thr 


Pro 


Thr 


Gly Glu 


Pro 


Val 


Phe 


Gly Gly Leu 








85 










90 








95 



2 



Pro Gin Asn Ala Ser Leu lie Ala His Leu Ala Arg Thr Phe Gin Asp 

100 105' ' 110 

lie Leu Ala Ala lie Pro Ala Pro Asp Phe Ser Gly Leu Ala Val lie 

115 120 125 

Asp Trp Glu Ala Trp Arg Pro Arg Trp Ala Phe Asn Trp Asp Thr Lys 

130 135 140 

Asp lie Tyr Arg Gin Arg Ser Arg Ala Leu Val Gin Ala Gin His Pro 
145 150 155 160 

Asp Trp Pro Ala Pro Gin Val Glu Ala Val Ala Gin Asp Gin Phe Gin 

165 170 175 

Gly Ala Ala Arg Ala Trp Met Ala Gly Thr Leu Gin Leu Gly Gly Ala 

180 185 190 

Leu Arg Pro Arg Gly Leu Trp Gly Phe Tyr Gly Phe Pro Asp Cys Tyr 

195 200 205 

Asn Tyr Asp Phe Leu Ser Pro Asn Tyr Thr Gly Gin Cys Pro Ser Gly 

210 215 220 

lie Arg Ala Gin Asn Asp Gin Leu Gly Trp Leu Trp Gly Gin Ser Arg 
225 230 235 240 

Ala Leu Tyr Pro Ser lie Tyr Met Pro Ala Val Leu Glu Gly Thr Gly 

245 250 255 

Lys Ser Gin Met Tyr Val Gin His Arg Val Ala Glu Ala Phe Arg Val 

260 265 270 

Ala Val Ala Ala Gly Asp Pro Asn Leu Pro Val Leu Pro Tyr Val Gin 

275 280 285 

lie Phe Tyr Asp Thr Thr Asn His Phe Leu Pro Leu Asp Glu Leu Glu 

290 295 300 

His Ser Leu Gly Glu Ser Ala Ala Gin Gly Ala Ala Gly Val Val Leu 
305 310 315 320 

Trp Val Ser Trp Glu Asn Thr Arg Thr Lys Glu Ser Cys Gin Ala lie 

325 330 335 

Lys Glu Tyr Met Asp Thr Thr Leu Gly Pro Phe lie Leu Asn Val Thr 

340 345 350 

Ser Gly Ala Leu Leu Cys Ser Gin Ala Leu Cys Ser Gly His Gly Arg 

355 ' 360 365 

Cys Val Arg Arg Thr Ser His Pro Lys Ala Leu Leu Leu Leu Asn Pro 

370 375 380 

Ala Ser Phe Ser lie Gin Leu Thr Pro Gly Gly Gly Pro Leu Ser Leu 
385 • 390 395 400 

Arg Gly Ala Leu Ser Leu Glu Asp Gin Ala Gin Met Ala Val Glu Phe 

405 410 415 

Lys Cys Arg Cys Tyr Pro Gly Trp Gin Ala Pro Trp Cys Glu Arg Lys 
420 425 430 

Ser Met Trp 
435 

<210> 4 
<211> 2517 
<212> DNA 

<213> Homo sapiens 
<400> 4 

ttcctccagg agtctctggt gcagctgggg tggaatctgg ccaggccctg cttaggcccc 
60 

catcctgggg tcaggaaatt tggaggataa ggcccttcag ccccaaggtc agcagggacg 
120 

agcgggcaga ctggcgggtg tacaggaggg ctgggttgac ctgtccttgg tcactgaggc 
180 

cattggatct tcctccagtg gctgccagga tttctggtgg aagagacagg aaggcctccc 
240 



3 



ccccttggtc 
300 

atatgtcatg 
360 

agtcctgtgg 

420 

gccatgctcc 
480 

cagaaaccag 
540 

gggggaatcg 

600 

cgaccagtcc 
660 

actcgatatg 
720 

ctggaatgca 
780 

cttcgatgtg 
840 

tagctcccag 

900 

tctgccccag 
960 

tgccatacct 
1020 

acgctgggcc 
1080 

acaggcacag 

1140 

ccagggagct 
1200 

tcgcggcctc 
1260 

caactacacc 
1320 

gtggggccag 
1380 

agggaagtca 
1440 

tgctggtgac 
1500 

Gcactttctg 
1560 

agctggagtg 
1620 

catcaaggag 
1680 

ccttctctgc 
1740 

ccccaaagcc 
1800 

tggccccctg 
1860 

gttcaaatgt 
1920 

gtgattggcc 
1980 

gggcttcctc 
2040 



gggtcagcct 
gcctcagtgg 
gagatggcag 
cctccatgcg 
agcagcggtg 
gagactttgc 
cgtgccatgg 
gcccaaggct 
aacacccagt 
gtagccaacc 
ctgggcacct 
aatgccagcc 
gctcctgact 
ttcaactggg 
caccctgatt 
gcacgggcct 
tggggcttct 
ggccagtgcc 
agccgtgccc 
cagatgtatg 
cccaatctgc 
cccctggatg 
gtgctctggg 
tatatggaca 
agtcaagccc 
ctcctcctcc 
agcctgcggg 
cgatgctacc 
acacactgag 
aaatacatgc 



gggggctgag 
ctcatgggga 
aggcctggtc 
tctcccctgc 
gattaatgcg 
aacctgttct 
caggccacct 
ttaggggccc 
ggtgcctgga 
cagggcagac 
acccctacta 
tgattgccca 
tctcagggct 
acaccaagga 
ggccagctcc 
ggatggcagg 
atggcttccc 
catcaggcat 
tctatcccag 
tgcaacaccg 
cggtgctgcc 
agctggagca 
tgagctggga 
ctacactggg 
tgtgctccgg 
ttaaccctgc 
gtgccctctc 
ctggctggca 
ttgcacatat 
acagtcatac 



ggcctggctg 
agcaggggtg 
tgagaggcaa 
cctcctggag 
caagggctca 
cagctctgcc 
gcttcccatc 
cttggtaccc 
gaggcacggt 
cttccgcggc 
cacgcccact 
cctggcccgc 
ggcagtcatc 
catttaccgg 
tcaggtggag 
caccctccag 
tgactgctac 
ccgtgcccaa 
catctacatg 
tgtggccgag 
ctatgtccag 
cagcctgggg 
aaatacaaga 
gcccttcatc 
ccatggccgc 
cagtttctcc 
acttgaagat 
ggcaccgtgg 
tgagaaccta 
aagtcatggt 



tcagccactc 
ggcgagctta 
ctcggatgtg 
ccctgcaggt 
gccccccagc 
tcccctgggc 
tgcgccctct 
aaccggccct 
gtggacgtgg 
cctgacatga 
ggggagcctg 
acattccagg 
gactgggagg 
cagcgctcac 
gcagtagccc 
ctgggggggg 
aactatgact 
aatgaccagc 
cccgcagtgc 
gcattccgtg 
atcttctatg 
gagagtgcgg 
accaaggaat 
ctgaacgtga 
tgtgtccgcc 
atccagctca 
caggcacaga 
tgtgagcgga 
atgcactctg 
cacagtaaag 



ttcccagaac 
ggctagagca 
ccctccagtg 
caatgtttaa 
cctgagcagt 
aggttgtcct 
tcctgacctt 
tcaccaccgt 
atgtcagtgt 
caattttcta 
tgtttggtgg 
acatcctggc 
catggcgccc 
gggcactggt 
aggaccagtt 
cactgcgtcc 
ttctaagccc 
tagggtggct 
tggagggcac 
tggctgtggc 
acacgacaaa 
cccagggggc 
catgtcaggc 
ccagtggggc 
gcaccagcca 
cgcctggtgg 
tggctgtgga 
agagcatgtg 
ggtctggcca 
agtacactca 



4 



gccactgtca caggcatatt ccctgcacac acatgcatac ttacagactg gaatagtggc 
2100 

ataaggagtt agaaccacag cagacaccat tcattcctgc tccatatgca tctacttggc 
2160 

aaggtcatag acaattcctc cagagacact gagccagtct ttgaactgca gcaatcacaa 

2220 

aggctgacat tcactgagtg cctactcttt gccaatcccc gtgctaagcg ttttatgtgg 
2280 

acttattcat tcctcacaat gaggctatga ggaaactgag tcactcacat tgagagtaag 
2340 

cacgttgccc aaggttgcac agcaagaaaa gggagaagtt gagattcaaa cccaggctgt 
2400 

ctagctccgg gggtacagcc cttgcactcc tactgagttt gtggtaacca gccctgcacg 

2460 

acccctgaat ctgctgagag gcaccagtcc agcaaataaa gcagtcatga tttactt 
2517 

<210> 5 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 5 

caggttgtcc tgcaccagtc 
20 

<210> 6 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 6 

atgtgcaact cagtgtgtgg c 
21 

<210> 7 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 7 

gtgccatggc aggccacc 
18 

<210> 8 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 8 

atcaccacat gctcttccgc 
20 

<210> 9 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> VARIANT 



5 



<222> (1) ... (4) 

<223> Xaa = Any Amino Acid 

<223> consensus sequence 

<400> 9 

Cys Ala Ala Xaa 
1 

<210> 10 
<211> 8 
<212> PRT 

<213> Homo sapiens 
<400> 10 

Phe Arg Gly Pro Leu Leu Val Pro 
1 5 

<210> 11 
<211> 509 
<212> PRT 

<213> Homo sapiens 



<400> 11 



Met 


Gly 


Val 


Leu 


Lys 


Phe 


Lys 


His 


He 


Phe 


Phe 


Arg 


Ser 


Phe 


Val 


Lys 


1 








5 










10 










15 




Ser 


Glu 


Gly 


Val 


Ser 


Gin 


He 


Val 


Phe 


Thr 


Phe 


Leu 


Leu 


He 


Pro 


Cys 








20 










25 










30 






Cys 


Leu 


Thr 


Leu 


Asn 


Phe 


Arg 


Ala 


Pro 


Pro 


Val 


He 


Pro 


Asn 


Val 


Ala 






35 










40 










45 








Phe 


Leu 


Trp 


Ala 


Trp 


Asn 


Ala 


Pro 


Ser 


Glu 


Phe 


Cys 


Leu 


Gly 


Lys 


Phe 




50 










55 










60 










Asp 


Glu 


Pro 


Leu 


Asp 


Met 


Ser 


Leu 


Phe 


Ser 


Phe 


He 


Gly 


Ser 


Pro 


Arg 


65 










70 










75 










80 


He 


Asn 


Ala 


Thr 


Gly 


Gin 


Gly 


Val 


Thr 


He 


Phe 


Tyr 


Val 


Asp 


Arg 


Leu 










85 










90 










95 




Gly 


Tyr 


Tyr 


Pro 


Tyr 


He 


Asp 


Ser 


He 


Thr 


Gly 


Val 


Thr 


Val 


Asn 


Gly 








100 










105 










110 






Gly 


He 


Pro 


Gin 


Lys 


He 


Ser 


Leu 


Gin 


Asp 


His 


Leu 


Asp 


Lys 


Ala 


Lys 






115 










120 










125 








Lys 


Asp 


He 


Thr 


Phe 


Tyr 


Met 


Pro 


Val 


Asp 


Asn 


Leu 


Gly 


Met 


Ala 


Val 




130 










135 










140 










He 


Asp 


Trp 


Glu 


Glu 


Trp 


Arg 


Pro 


Thr 


Trp 


Ala 


Arg 


Asn 


Trp 


Lys 


Pro 


145 










150 










155 










160 


Lys 


Asp 


Val 


Tyr 


Lys 


Asn 


Arg 


Ser 


He 


Glu 


Leu 


Val 


Gin 


Gin 


Gin 


Asn 










165 










170 










175 




Val 


Gin 


Leu 


Ser 


Leu 


Thr 


Glu 


Ala 


Thr 


Glu 


Lys 


Ala 


Lys 


Gin 


Glu 


Phe 








180 










185 










190 






Glu 


Lys 


Ala 


Gly 


Lys 


Asp 


Phe 


Leu 


Val 


Glu 


Thr 


He 


Lys 


Leu 


Gly 


Lys 






195 










200 










205 








Leu 


Leu 


Arg 


Pro 


Asn 


His 


Leu 


Trp 


Gly 


Tyr 


Tyr 


Leu 


Phe 


Pro 


Asp 


Cys 




210 










215 










220 










Tyr 


Asn 


His 


His 


Tyr 


Lys 


Lys 


Pro 


Gly 


Tyr 


Asn 


Gly 


Ser 


Cys 


Phe 


Asn 


225 










230 










235 










240 


Val 


Glu 


He 


Lys 


Arg 


Asn 


Asp 


Asp 


Leu 


Ser 


Trp 


Leu 


Trp 


Asn 


Glu 


Ser 










245 










250 










255 




Thr 


Ala 


Leu 


Tyr 


Pro 


Ser 


He 


Tyr 


Leu 


Asn 


Thr 


Gin 


Gin 


Ser 


Pro 


Val 








260 










265 










270 






Ala 


Ala 


Thr 


Leu 


Tyr 


Val 


Arg 


Asn 


Arg 


Val 


Arg 


Glu 


Ala 


He 


Arg 


Val 






275 










280 










285 









6 



Ser 


Lys 


He 


Pro 




290 






Arg 


lie 


Val 


Phe 


305 








Leu 


Val 


Tyr 


Thr 


Val 


He 


Trp 


Gly 








340 


Leu 


Leu 


Asp 


Asn 






355 




Val 


Thr 


Leu 


Ala 




370 






Glv 


Val 


Cys 


He 


385 








Asn 


Pro 


Asp 


Asn 


Val 


Arg 


Gly 


Lys 








420 


Phe 


Tyr 


Cys 


Ser 






435 




Val 


Lys 


Asp 


Thr 




450 






lie 


Asp 


Ala 


Phe 


465 








Phe 


Tyr 


Asn 


Ala 


Ser 


He 


Leu 


Phe 



500 



Asp 


Ala 


Lys 


Ser 






295 




Thr 


Asp 


Gin 


Val 




310 






Phe 


Gly 


Glu 


Thr 


325 








Thr 


Leu 


Ser 


He 


Tyr 


Met 


Glu 


Thr 








360 


Ala 


Lys 


Met 


Cys 






375 




Arg 


Lys 


Asn 


Trp 




390 






Phe 


Ala 


He 


Gin 


405 








Pro 


Thr 


Leu 


Glu 


Cys 


Tyr 


Ser 


Thr 








440 


Asp 


Ala 


Val 


Asp 






455 




Leu 


Lys 


Pro 


Pro 




470 






Ser 


Pro 


Ser 


Thr 


485 








Leu 


He 


He 


Ser 



Pro Leu Pro Val 
' 300 

Leu Lys Phe Leu 
315 

Val Ala Leu Gly 

330 

Met Arg Ser Met 
345 

He Leu Asn Pro 

Ser Gin Val Leu 
380 

Asn Ser Ser Asp 

395 

Leu Glu Lys Gly 
410 

Asp Leu Glu Gin 
425 

Leu Ser Cys Lys 

Val Cys He Ala 

460 

Met Glu Thr Glu 
475 

Leu Ser Ala Thr 
4 90 

Ser Val Ala Ser 
505 



*Phe 


Ala 


Tyr 


Thr 


Ser 


Gin 


Asp 


Glu 








320 


Ala 


Ser 


Gly 


He 






335 




Lys 


Ser 


Cys 


Leu 




350 






Tyr 


He 


He 


Asn 


365 








Cys 


Gin 


Glu 


Gin 


Tyr 


Leu 


His 


Leu 








400 


Gly 


Lys 


Phe 


Thr 






415 




Phe 


Ser 


Glu 


Lys 




430 






Glu 


Lys 


Ala 


Asp 


445 








Asp 


Gly 


Val 


Cys 


Glu 


Pro 


Gin 


He 








480 


Met 


Phe 


He 


Val 






495 





Leu 
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